o Ja P E AR AR S S BRI TE R
Course Qutline for CNCP2010

H #H Date i<} E] Time N ZF Topic WM& AN Tutor | B27F Note
8:30-10:00 | 1./ HE AT REME
Introduction to mass spectrometry Guan Shenheng
10:00-10:10 B
2010 £ 11 A 8 H(E#—)
Break
November, 8, 2010(Monday)
10:10-11:30 | 2. A RA 2R REE
Fundamentals of proteomics Guan Shenheng
11:30-11:50 ) R 5 i




Questions and discussions
11:50-1:30 TR
Lunch
1:30-3:00 | 3. FHHBRFIIEEERRER REfE
Protein sequence database searching Guan Shenheng
3:00-3:10 kB
Break
3:10-4:30 | 4. B0 F B FEIE
Post-translational modifications Guan Shenheng
4:30-6:00 | H pFind B4 SEHl 77 R BcdE RIEK FRIFEW
Using pFind studio software Yuan Zuofei | F%ZEiEA
L i
6:00-7:30 /R




Supper

2010 £ 11 B 9 H(EH#H D)

November,9,2010(Tuesday)

8:30-10:00 | 5. AkKMKMFF/B TR FEARASR REfE
De novo peptide sequencing/Topdown Guan Shenheng
proteomics
10:00-10:10 RE
Break
10:10-11:30 | 6. BEAKI 7550 54 1By FRIFEW
De novo peptide sequencing: algorithms and Chi Hao FELE
software FE
11:30-11:50 5] R 5 1 18
Questions and discussions
11:50-1:30 F&

Lunch




1:30-3:30 | 7.ik/EHHREE REfE
Peptide/protein quantification Guan Shenheng
3:30-3:40 RE
Break
3:40-5:40 |8.EHERHEERN pUfE FRIEW
Protein quantification: algorithms and software Liu Chao bEREA
FEL D
5:40-6:00 5] R 5 1 18
Questions and discussions
6:00-7:30 /R

Supper




